209 was resistant to all tested ␤-lactams but remained fully susceptible to aztreonam and of intermediate susceptibility to meropenem (Table 1) .
A ␤-lactamase extract from culture of strain Ka. 209 was subjected to analytical isoeletric focusing as described elsewhere (8) , showing a ␤-lactamase with a pI of 5.6, revealed after imipenem hydrolysis detection (8) .
PCR experiments were performed with primers specific for detecting IMP and VIM genes (8) with whole-cell and plasmid DNA extractions (8) of strain Ka. 209 as templates. Positive results were obtained with VIM-2 primers. A PCR product cloned in pPCRScript Cam (SKϩ) (8) was then sequenced on both strands from a recombinant plasmid (pPOI-1). The deduced amino acid sequence was 100% identical to that of VIM-2.
Whole-cell DNA and plasmid DNA analyses showed that strain Ka. 209 contained a single plasmid of ca. 50 kb (data not shown). Conjugation by mating strain Ka. 209 with ciprofloxacin-resistant P. aeruginosa PU21 and electrotransformation of its plasmid DNA into E. coli DH10B and P. aeruginosa PU21 failed (7, 8) . Hybridizations with an 801-bp internal probe for bla VIM-2 (8) showed that bla VIM-2 was plasmid (not chromosome) encoded (data not shown).
This report constitutes a forewarning of the probable dissemination of plasmid-encoded carbapenem-hydrolyzing ␤-lactamases in P. aeruginosa at least in southern Europe. 
